A r Escherichia coli tRNA r g was treated with sodium bisulfite to convert exposed cytosine residues to uracil. This treatment resulted in the loss of amino acid acceptance of the tRNA r 9 with pseudo first-order reaction kinetics. The active and inactive molecules were separated after about 60 percent inactivation and analyzed for U in various positions by fingerprinting of the oligonucleotides produced by nucleases. The results show that C to U base transitions in the dihydrouridine loop and in the CCA terminus have no effect on the aminoacylation of this tRNA. Deamination of a cytosine residue at the second position of the anticodon resulted in the loss of amino acid acceptor activity of arginine transfer RNA.
INTRODUCTION.

It has been reported that
. Analysis of the tRNA 9 sequence shows that digestion with ribonuclease T. can give rise to the dinucleotide CG from two regions (Fig. b) , one from the anticodon, the other from the small loop. Quantitative analysis indicates that only one of these CG sequences has been modified to UG (Fig. 3 and Table II ).
The sensitive CG was assigned to a specific position in thetRNA by analysis of the products of ribonuclease A digestion. Modification of the cytosine residues at the 3 1 end can account for these changes (Table III) .
Quantitative analysis indicates a reduction in the amount of trinucleotide AGC (Table III) This dinucieotide is practically absent from the inactive fraction (Fig. 3B) .
A new material (spot 12), which is seen only In this fingerprint and not
in the fingerprint of the modified active fraction (Fig. 3C) 
Analysis of other olIgonucieotides obtained from Tj and rtbonuclease
A digestion of bisulfite modified tRNA 9 showed that no other cytos-ine residues had undergone any detectable deamination under the reaction condition used. (Table II and III) . However, there is a small but significant increase in the amount of UG in the active material over the control (Table   II) 
